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Annotation Features

• Database object: gene or gene product

• GO term ID - GO:0003677

• Reference

• Evidence code (another vocabulary)



In this study, we report the isolation and molecular characterization
of the B. napus PERK1 cDNA, that is predicted to encode a novel
receptor-like kinase.  We have shown that like other plant RLKs,
the kinase domain of PERK1 has serine/threonine kinase activity,
In addition, the location of a PERK1-GTP fusion protein to the
plasma membrane supports the prediction that PERK1 is an
integral membrane protein…these kinases have been implicated in
early stages of wound response…

Finding GO terms

Function:       protein serine/threonine kinase activity     GO:0004674  (IDA)

Component:  integral to plasma membrane                    GO:0005887  (IDA)

Process:        response to wounding                               GO:0009611 (NAS)
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GO Evidence Codes

• ISS:  Inferred from Sequence/structural Similarity
• IDA: Inferred from Direct Assay
• IPI:   Inferred from Physical Interaction
• TAS: Traceable Author Statement
• NAS: Non-traceable Author Statement
• IMP:  Inferred from Mutant Phenotype
• IGI:   Inferred from Genetic Interaction
• IEP:  Inferred from Expression Pattern
• IC:    Inferred from Curator judgement
• ND:   No Data available

• IEA: Inferred from electronic annotationIEA

ISS:

IGI:
IMP:
NAS:
TAS:
IPI:
IDA:

IEP:
IC:
ND:

•Enzyme assays

•In vitro reconstitution
(transcription)

•Immunofluorescence

•Cell fractionation

• Transcript levels

(Northern blotting, MicroArray
data)

• Protein levels

(Western blotting)



http://www.ebi.ac.uk/ego



http://www.ebi.ac.uk/ego
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QuickGO: browse GO & GO annotation



QuickGO: browse GO & GO annotation



Mapping GO terms to orthologs
using Blast and Evidence Code ISS



Mapping GO terms to orthologs
using Blast and Evidence Code ISS



Gene Association File

  SPTR O00505 IMA3_HUMAN GO:0006886     GOA:interpro                  IEA   P
  SPTR O00505 IMA3_HUMAN GO:0005634     GOA:spkw                       IEA                 C
  SPTR O00505 IMA3_HUMAN GO:0005643   PUBMED:9154134            TAS  C

Importin alpha-3 subunit IPI00012092     protein            taxon:9606       20020920   SPTR
Importin alpha-3 subunit IPI00012092     protein            taxon:9606       20011011   SPTR
Importin alpha-3 subunit IPI00012092     protein            taxon:9606       20020630   SPTR

ftp://ftp.ebi.ac.uk/pub/databases/GO/goa/SPTR/



General GOA Status

• Electronic Manual
77% SPTR 2.5% SPTR
58579 species 768 species (313 in house)

>3 mill assoc.       730 539 proteins



Future of GOA

• GOA needs regular updating

• Regular GOA releases

• Continue cross referencing to GOA in EBI databases

• Develop new GO mappings and collaborations

• Develop web interface to allow complicated GO queries:

Which cytokines have been implicated in inhibition apoptosis? 

Which G-protein coupled receptors have been implicated in 
depression?
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Email GOA: goa@ebi.ac.uk
Email GO: go@genome.stanford.edu

OBO Home Page:   http://obo.sourceforge.net/

GOA Home Page:   http://www.ebi.ac.uk/GOA

GO Home Page:     http://www.geneontology.org

AmiGO:                   http://www.godatabase.org/cgi-bin/go.cgi

QuickGO:                http://www.ebi.ac.uk/ego

Sourceforge:          http://sourceforge.net/projects/geneontology/

Tutorials:

http://www.ebi.ac.uk/~camon/GOATutorial.htm  (open in Explorer)

http://www.ebi.ac.uk/~dbarrell/goa/GOAflatfileTutorial.html

Many Thanks


