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What is GO?

• Species-neutral controlled vocabulary

• Three structured networks of defined terms 
to describe gene product attributes

• molecular function
• biological process
• cellular component

• Used for gene product annotation



GO Structure: DAG

GO is a directed acyclic graph (DAG):
a term can have one or more parent(s)  
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Why GO Changes

• Advances in biology

• New groups join, requiring new terms or 
different relationships between terms

• Update legacy terms

• Improve logical consistency
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Sources of Ideas

• Curators – implement decisions from 
meetings; ongoing maintenance; specific 
areas of interest

• Annotators – using GO to describe gene 
products

• Interest groups – involving experts in their 
areas of expertise 

• Computation – parsing, reasoning
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SourceForge Tracker

• Item for each proposed change

• Submissions from curators, annotators, others

• Each item assigned to a curator

• Submitters and others can comment on items

• Record of discussion and progress

• Archive of all entries

https://sourceforge.net/tracker/?func=add&group_id=36855&atid=440764



Curator Requests List
(SourceForge)

https://sourceforge.net/tracker/?func=add&group_id=36855&atid=440764



Curator Request Item
(SourceForge)
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GO Curation Checklist

• Claim a tracker item

• Does the term belong in GO?

• Term name & definition
– standard wording?

• Relationships to other terms

• Consult literature, interest group, other 
curators & researchers as needed



GO Interest groups

• Cover specific topics within GO

• Include GO curators and outside experts

• Group members develop portions of the 
ontology, then report to GO Consortium

• Sample topics:
• metabolism
• developmental biology
• plant biology
• transcription



GO Interest Groups 
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Tracker Statistics

• September 23, 2004

• 164 Curator Request items open

• 2038 Total

• Reporting available online:

https://sourceforge.net/tracker/reporting/?group_id=36855&atid=440764



Request Resolution

Sept. 22, 2004
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Current Priorities 1

• Biology topics

• cell cycle
• cell killing and pathogenesis
• metabolism: cellular vs. organismal
• developmental biology
• cellular component – top-level terms



Current Priorities 2

• Other content changes

• new relationship types
• is_a parents for all terms
• corrections to part_of relationships
• results of OBOL parsing and other 

computational approaches
• missing relationships



Using OBOL
• OBO Language

– term decomposition using grammars
– generating computable logical class definitions
– rules and reasoning over class definitions

• Builds on existing structure in GO terms

• Can be used to complement manual 
ontology maintenance
– find missing relationships
– correct errors
– several possible ways to implement

from Chris Mungall, BDGP
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Curation Results 1

• “Easy” items:
– Unambiguous request
– Clear term name(s) and meanings
– Clear relationships to other terms
– Curators make change(s) at once

• Example: cobalt ion binding (SourceForge entry 
896544) 



Curation Results 2

• Moderately difficult items:

– Some aspect of request requires 
clarification

– Different proposals to be resolved
– Discussion via SourceForge comments and 

email before curators make change(s)

• Example: fore-, mid-, and hindbrain development 
(SourceForge entry 854736)



Curation Results 3
• Very difficult items

– Challenging biology to model
– Extensive changes in existing ontology 

structure or interpretation
– Protracted discussion via SourceForge 

comments and email; resolve at face-to-
face meeting

• Example: pathogenesis & cell killing (four 
SourceForge entries, >30 emails, discussion at 
content meeting and after)



Documentation for 
Curators

• Existing: guidelines for

• using SourceForge 

• editorial style & procedures

• molecular function terms 

• Forthcoming:

• biological process term guidelines

• cellular component term guidelines

• decision-making history



Documentation for 
Curators


