20160602 _data release _notes

Overview of changes in the release of June 2, 2016

Please also see our RSS feed for information about accessing the data.

Overview of submissions: 2016

Date

Jan 01, 2016
Feb 01, 2016
Mar 01, 2016
Apr 01, 2016
May 01, 2016

Jun 01, 2016

Content

Brief
ARUP
NEXTMedicine

Michigan Medical
Genetics
Laboratories

Institute for
Biomarker
Research

Cancer Genetics
Laboratory

GeneDx

Partners
HealthCare
Personalized
Medicine

Coming soon - all
submissions
through
Submission
Portal

Known errors in
the monthly
release

Total Submissions

172867
176710
178032
180549
181155

192617

Explanation
ARUP provided 79 novel interpretations of variants in the ACADM gene.
The NEXTMedicine project, part of the CSER consortium, provided 50 novel variant interpretations.

Michigan Medical Genetics Laboratories provided 321 novel interpretations of variants in the BRCA1 and BRCA2 genes.

Institute for Biomarker Research provided 20 BRCA1 and BRCA2 variant interpretations.

Cancer Genetics Laboratory provided 96 PALB2 variant interpretations.

GeneDx provided interpretations of 9012 novel variants and 9281 updates to existing variant interpretations.

Partners HealthCare Personalized Medicine submitted 4152 new variant interpretations and updated 11956 previous
variant interpretations.

ClinVar currently accepts submissions either through email or the ClinVar Submission Portal:
https://submit.ncbi.nlm.nih.gov/clinvar/

Starting this summer, we will direct all submissions through the Submission Portal. If you submit to ClinVar, or plan to
submit, please register your organization in the portal now so that we are prepared to accept your submissions through the
portal.

We discovered too late in the release cycle that about 1300 RCV accessions were not included. We decided to continue
with the release as planned, rather than hold up the release indefinitely as we tried to remove the gap. We will notify via the
rss feed and other mechanisms when the data have been corrected. We anticipate that next Monday's release will be
correct.


http://www.ncbi.nlm.nih.gov/feed/rss.cgi?ChanKey=ClinVarNews
https://submit.ncbi.nlm.nih.gov/clinvar/

weekly releases As you may have noticed, we have started to provide full XML releases every week: ftp://ftp.ncbi.nlm.nih.gov/pub/clinvar/x
ml/weekly_release/.

Please note from the _README file, the directory contains comprehensive extracts of ClinVar's data as XML. The files are
generated each week as the web site is updated. All the content of the weekly_release subdirectory is removed when the
monthly release xml is generated at the first of the month.

Overview of submissions: 2015

Date Total Submissions
Jan 01, 2015 149013
Feb 01, 2015 156999
Mar 01, 2015 162455
Apr 01, 2015 171408
May 01, 2015 172044
Jun 01, 2015 173236
Jul 01, 2015 184506
Aug 01, 2015 154686
Sep 01, 2015 158580
Oct 01, 2015 160538
Nov 01, 2015 170931
Dec 01, 2015 172006

Overview of submissions: 2014

Date Total Submissions
Jan 01, 2014 68204
Feb 01, 2014 73492
Mar 01, 2014 83343
Apr 01, 2014 111501
May 01, 2014 112349
Jun 01, 2014 117209
Jul 01, 2014 127132
Aug 01, 2014 127557
Sep 1, 2014 143114
Oct 1, 2014 143601
Nov 1, 2014 144117
Dec 1, 2014 148008

Overview of Submissions: 2013


ftp://ftp.ncbi.nlm.nih.gov/pub/clinvar/xml/weekly_release/
ftp://ftp.ncbi.nlm.nih.gov/pub/clinvar/xml/weekly_release/

Date Total Submissions

Apr 05, 2013 30333
May 01, 2013 30386
Jun 01, 2013 39047

Jul 01, 2013 39170
Aug 01, 2013 45901
Sep 01, 2013 50263
Oct 01, 2013 52047
Nov 01, 2013 64750

Dec 01, 2013 64881
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